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and J. Euzenat, editors, European Semantic Web Conference, pages 17–31.
Springer-Verlag, 2005. doi:10.1007/11431053 2.

[71] T. Oinn, M. Greenwood, M. Addis, M. N. Alpdemir, J. Ferris, K. Glover,
C. Goble, A. Goderis, D. Hull, D. Marvin, P. Li, P. Lord, M. R. Pocock,
M. Senger, R. Stevens, A. Wipat, and C. Wroe. Taverna: Lessons in
creating a workflow environment for the life sciences. Concurrency and
Computation: Practice and Experience Grid Workflow, 18(10):1067 – 1100,
2005. doi:10.1002/cpe.993.

[72] K. Wolstencroft, A. Brass, I. Horrocks, P. Lord, U. Sattler, R. Stevens,
and D. Turi. A Little Semantic Web Goes a Long Way in Biology. In
4th International Semantic Web Conference, volume 3792, pages 786–800.
Galway, Ireland, 2005. ISBN 3-540-29754-5. doi:10.1007/11574620 56.

[73] K. Wolstencroft, T. Oinn, C. Goble, J. Ferris, C. Wroe, P. Lord, K. Glover,
and R. Stevens. Panoply of Utilities in Taverna. In 1st IEEE Intl Conf on
e-Science and Grid Technologies. 2005.

[74] J. Zhao, P. Lord, P. Alper, C. Wroe, , and C. Goble. The implications of
semantic web technologies for support of the escience process. In Proc UK
e-Science All Hands Meeting 2005. EPSRC, 2005.

[75] P. Lord. Knowledge in Middleware for in silico Biology. AgentLink III
Technical Forum:- Agents in Bioinformatics., 2004. Rome, Italy.

[76] P. Lord. Migrating to the Semantic Web: Bioinformatics as a case
study. The First European Workshop on Semantic Web Applications in
Biomedicine, 2004. Balatonfüred, Lake Balaton, Hungary.
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